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The roles of innate immune response in the life cycle of influenza B virus
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_ Currently, there are various methods involved with vaccine and therapy for influenza infections. However,

the related measures play the weak roles in preventing influenza epidemics in the world. The number of patients infected

with influenza virus remains high each year,and the proportion of influenza B is also increasing year by year. However,as

immune responses toward IBV are largely understudied compared to that of IAV,it is necessary to deeply investigate the

roles of innate immune response in the life cycle of IBV for better understanding the interaction between innate immune

responses and the steps of IBV life cycle and providing some valuable references in clinictherapy. Serving as an important

defense line against viral infection,innate immune system can stimulate a series of cellular signals to precisely aim to every

step of IBV infection, including viral binding. entry, ribonucleoprotein input / output for nucleus and viral assembly.

Systemic researches on innate immune system mediated signal pathways

benefit for understanding the

characterizations of antiviral responses to IBV infection and providing some ideal targets for antiviral strategy.
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