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Abstract; A virus isolate from domestic chicken agglutinated chicken erythrocytes and was found
as globular enveloped virion of 90nm~100nm diameters under TEM. The isolate was identified
as H;N; Avian influenza virus(AIV) by HI and NI assays and designated as A/Chicken/Hebei/1/
2002(H; N, ,or briefly as CK/HB/1/02. After inoculating to SPF chicken, the virus was recov-
ered from cloacal swabs and the antibody to H7 was detected at 7 days post-infection (DPI). The
IVPI was 0. 00 and postmortem examination showéd hemorrhages in several tissues and organs in-
dicating that the virus was LPAIV., HA gene of the isolate exhibited 99. 4% nucleotide sequence
identity to A/Afri. Star, /Eng-Q/79(H,;N,) virus, 96, 8% ~98. 2% to H,;N, virus isolated from
Italy and Israel, and only about 81. 0% to American H; N, Strain. The amino acid at the cleavage
site of HA is -KGR-GLF-, which implies the isolate should be of low pathogenicity.
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Table 1 HI titers of the isolates (in log2)

Standard serum

Antigen detected

NDV Hs H; H,
H; <1 10 3 2
H- <1 5 9 1
Hy <1 3 1 9
NDV 10 <1 <1 <1
Isolate <1 1 8 1

23 HEERBINEE
HERRBMHRBRERILE 2, WAL AR
EHERER Ho N, SR M E M, WA Hi N, JHs N,
PR ML E & LA A B YR L AREEN N,
TE, ZGEULMBEEMMEEARBHEESE R,
BN HN, WA ATV,
2.4 HERS |
F BT WL T L B 4 B MR A BB KL, AR
90~100nm, SMRTT M BEELH, REA R (E
D,

#2 SEYNRBEELER

Table 2 NI titers of the isolates

Standard serum

Antigen detected

H:N: H;N; HsN; SPF§
Isolate <2 640 <2 <2
A/CK/HN/1/98(HgNg) <2 320 <2 <2

B 1 %% EH A/Chicken/Hebei/1/2002 (H,;N,) & 4t

R
Fig. 1 Picture of A/Chicken/Hebei/1/2002 (H;N,) under
TEM
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Table 3 The observation results of CK/HB/1/02 AIV inoculated chicken

Days post-inoculation (DPI)

Clinical Symptom Score
1 2 3 4 5 6 7 8 9 10 Total

Normal 10 10 10 10 10 10 10 10 10 10 0 0

Sick 0 0 0 0 0 0 0 0 0- 0 0x1 0

_ Seriously Sick 0 0 0 0 0 0 0 0 0 0 0X2 0

Dead 0 0 0 0 0 0 0 0 0 0 0X3 0

Total / / / / / / / / / / / 0
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Fig. 2 HI antibody titer of CK/HB/1/02 infected chicken
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2 BLAST 8 L8, A B HAL R 5
GenBank # A/Afri. St. /Eng-Q/983/79 (H;N, ) %%
FW HAL RAFFIEESERE, N 99.4%; 5L
5 B R H, N, ALV i 18] U8 #5 8 Chy 96. 8% ~
98.2%); 5% E H,N, #% 3 FIE R, A 81%
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Table.4 Homology rate comparison of HA gene of the AIV

isolate to other H, AIV strains

Identity to CK
GenBank 1D

Strains

/HB/1/02(%)
A/ Afri. Star. /Eng-Q/938/79(H,N,)  AF202232 99. 4
A/turkey/Isracl/Ramon/79(H;N;)  AF202235 98.2
A/gull/Ttaly/692-2/93(H; Np) AF202248 96. 9
A/psittacine/Italy/1/91(H;Nz) AF202242 96.8
A/duck/Hong Koné/293/78(H7 N2) TAU20461 92.6
A/chicken/NY/14714-2/99(H,N;)  AY240921 81.7
A/chicken/NY/3572/98(H; Nz) AY240917 81.1
A/chicken/PA/149092-1/02(H;N;)  AY240900 81.1
A/Chicken/NewYork/13142-5/94(H;N;) AF072384 80.9

FEAL , LB PR FIHE - KGR-GLF-(W & 3), {41
F1MEHEEERRHOBRE.ASEBUR S AIV
K HA S48 0L 55 B P 5 HRAE

HAl 4 » HA2
Afr. Star/E301:KQESLLLATGMKNVPE IPK———GR GLFGAIAGFIENGW 360
CK/HB/1/02 301 :KQESLLLATGMKNVPE IPK—-——GR GLFGAIAGFIENGW 360

Egypt /H,N,

301 :KQESLLLATGMKNVPEFSKKRRKR GLFGAIAGFIENGW 360

B3 HAXNBLAERER

Fig. 3 Amino acid residues at cleave-site of HA
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ME—RE S E T, Wk, & E R % H,
WREREOR S ATV # 5 I0, B B & B0 0 428 ol Bk %
B 1k 7= A 7 8 0 8O 0 T bk, X5 BURT I AT L R
NG <3z -

SrEM HAL R FF] 5 EFE K A/AfrL
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