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RNA luL 20
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Cloning and Sequence Analysis of Hemagglutinin Gene of
Avian Influenza Virus A/Ostrich/Denmark/72420/96(LPAI- HsN,)
Li Ming-yi¥ Yu Shu-tao”? Liu Xin-wen? Gong Xiao? Guo Yu-guang® Sui Guo- ning?
(1. China Animal Health & Epidemiology Center,Qingdao, Shandong,266032 2. Laiyang Animal Husbandry Bu-
reau, Laiyang,Shandong)

Abstract: In order to analyze sequence similarities of hemagglutinin(HA) gene among avian influenza virus
(AIV) subtype H:N, isolates, the HA gene of avian influenza virus A/Ostrich/Denmark/72420/96 (LPAI- HsN,)
isolate was amplified by RT-PCR according to the sequence published on GenBank.Then, the sequences were
compared with GenBank data. The result showed that the cDNA contained 1737bp covering the whole ORF of
HA gene. The HA gene sequence of the isolated strain shared about 80% nudleotide sequence identity with
H:N; isolates, but about 97% with some H:N, isolates.The results confirmed the high frequence of recombina-
tion of the eight segment of AIV genome and the high variation ability of AIV. The amino acids of the
cleavage site were E----T-R, confirmed that LPAI-HsN; was a low pathogenic strain. The amino acid se-
quence shared about 90% identity with HsN, isolates and the antigenicity was almost the same. So the H:N,
vaccine can protect the chickens from Hs subtype infection.

Key words: Avian Influenza Virus; Subtype H:sN,; HA gene; Sequence Analysis



